Genomic research depends upon access to DNA or tissue collected and preserved according to high-quality standards. At present, the collections in most natural history museums do not sufficiently address these standards. In response to these challenges, natural history museums, culture collections, herbaria, botanical gardens and others have started to build high-quality biodiversity biobanks. Unfortunately, information about these collections remains fragmented, scattered and largely inaccessible. Without a central registry of relevant institutions, it is difficult and time-consuming to locate the needed samples.
